10 years of expertise in microbiota analysis



We facilitate your research with GA-map® technology

Genetic Analysis (GA) has developed a CE-marked probe based gut
microbiota test. The technology uses single nucleotide differences in the
16S rRNA gene to identify predetermined targets at different taxonomic
levels. Due to our proprietary probe based hybridization technology, the
test is reproducible, fast and easy to interpret. The test has gone through
thorough clinical validation’.

Interpretation of results

With the GA-map® technology, the need for comprehensive calculations
in microbiota research is removed. The results are presented in an easy
to read report form with abundance of 48 preselected bacteria markers
(figure 1). These bacteria have proved to be of high importance for

gut health in the literature and through extensive laboratory testing’.
Normalized data for all markers are provided and raw data can be

provided upon request.

Reference population comparison

The bacteria abundance is compared to our normal reference population.
The GA-map® analyser software algorithm calculates the degree of
dysbiosis in the samples.

Service laboratory

GA has a service laboratory in Oslo, Norway which can analyse cohorts
of clinical studies as well as patient samples. We can organize shipment,
analysis and reporting of results.
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GA-map™ Dysbiosis Test

ORDERING PHYSICIAN PATIENT ID
Physician: Sample Physician Patient: Firstname Lastname
Clinic: Sample Clinic Date of Birth: 1970-02-01
Gender: M

DYSBIOSIS INDICATOR

ADysbiosis Index above 2 indicates a microbiota profle that
differs from the reference population". Dysbiosis Index 3

i fysbiosis.

BACTERIA PROFILE

Aselection of bacteria with high clinical relevance is presented
in the bacteria profile summary. See page 2 for an extended
bacteria profile.
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Figure 1 Advanced bacteria analysis is presented in an easy to read
report form. In addition, normalized data for all markers are provided for
research use.

Reproducible

The performance of the GA-map® technology has been well documented
through extensive verification and validation'. The standardisation and
documentation of the GA-map® test ensures highly reproducible results.

ISO certified and CE-marked

Quality is important in gut microbiota analysis. GA as a company achieved
an ISO 13485:2016 certification in June 2018 covering both development
and manufacturing. The GA-map® Dysbiosis Test is CE-marked in Europe.
GA-map™ IMT is available for research use in the US.

Clinically validated

The GA-map® test has been validated as described' using cohorts of
healthy volunteers, IBS and IBD patients. In addition the test has been used
in a number of clinical studies on numerous patient cohorts published in
peer reviewed journals?=>. Hence, the GA-map® platform represents the
next step of gut microbiota diagnostics and multicenter studies.
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We facilitate your microbiota research with GA-map®
technology in 3 fast and simple steps:

1) Shipping of Samples 2) Samples Analysis 3) Bioinformatics

Shipping samples Using the proprietary Results:
across borders can be patented GA-map® - Result report form

challenging. GA will make Dysbiosis Test, by - Dysbiosis Index

sure that the valuable performing Single - Normalized data
samples are safely nucleotide primer
transported. extension (SNuPE) in the
16S rRNA gene.

Normal lead time: From 2 weeks
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